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Linking microhabitat use with models of foraging success in an imperilled Mediterranean stream fish
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The Podarcis genus has already been shown to comprise an immense amount of variation within itself, with more and more species being added to its ranks as more speciation events are identified through molecular approaches; nevertheless, for its African range, only P. vaucheri remains considered. At least two highly differentiated lineages have already been accounted for the species in the region: the “main type” and the “Jebel Sirwah” variant form. However, no comprehensive studies for its Moroccan range have been conducted, and a sound phylogeny remains undone. Intending on clarifying the relationships between the Podarcis lizards in Morocco, we analysed mitochondrial and nuclear sequences from samples across its whole Moroccan range, estimating a phylogeny and the divergence times for its most relevant cladogenic events, and further complementing our results with species distribution modelling for present and past conditions. We identified great mitochondrial genetic diversity within P. vaucheri, alongside clear phylogeographic patterns that were coherent with both recent and ancient past climatic conditions and events. We also obtained additional support for suggesting the elevation of the “Jebel Sirwah” variant into full species status.
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